ABSTRACT
possible correlation between intestinal dysbiosis and cancer development. Although 27 the immunological relationship between gut and lung had been suggested by many 28 researches, however, to date, no study had investigated the characterization of gut 29 microbiome in treatment naïve lung cancer patients, whether it is distinct from that of 30 health individuals and contribute to the onset and development of lung cancer remain 31 unclear. In this study, we investigated whether gut microbiome of lung cancer patients 32 (LC, n=28) is altered compare with that of matched healthy individuals (HC, n=19) by 33 high throughout sequencing of the V3-V4 regions of 16S rDNA in their fecal samples. 34 We also identified microbiota signatures specific for different histological types of 35 lung cancer, including SSC, ADC, and SCLC. The gut microbiome of lung cancer 36 patients is characterized by decreased relative abundance of Prevotella, and increased 37 bacteria groups such as Actinomyces, and Streptococcus, etc. We also detected a mild 38 structural shift in gut microbiome between ADC and SCLC patients. (Fig. 1) . Finally, a total of 28 LC patients were remained, 99 they were mainly males (83%) with a median age of 65 years old ( Actinobacteria, Bacilli, Ruminococcus, Streptococcus, and Mycobacteriaceae, etc, 136 which were most abundant in the LC group, and Prevotella, Bacteroidetes, and 137 Dialister, which were most abundant in the HCs, were the dominant phylotypes that (Fig. S5) (Fig. 5A ). Other groups showed no significant differences compared either with HC 
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